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Genome Visualization
Introduction to genome browsers

How to access genome browsers
implemented by the bioinfobioger platform ?

MyGenomeBrowser
Presentation, main features

Play with the GenomeBrowser
of your favorite fungus
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Genome Visualization
Introduction to genome browsers
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Genome Visualization
A challenge in bioinformatics.
How to display data on a genomic sequence ?

▪ The sequence of a genome alone is rather poor in information

▪ A multitude of elements that can be positioned on this sequence

Gene XXX00254

Similar to
the protein Z

SNP in
population Y

Transposon

Gene expressed
in condition X
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Genome Browsers

It allows to visualize and browse entire genomes with various 
annotated data including gene structure, gene expression, 
regulation, variation…

Visualisation: cross-referencing of information at each position in 
the genome

Browsing: global or local vision, information on the neighbourhood

A genome browser is a graphical interface to 
display information for genomic data.
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Formats

Starting point : The genomic sequence (in fasta format)

GFF3 to display gene structure

BAM/SAM to display mapping informations

VCF to display variant informations

BED to display basic features

A genome browser displays different graphical views, 
depending on the type of data and the associated file format.

All the files 
contain 
coordinates 
positioned on the 
genomic fasta
sequence
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Genome Browsers

Public genome browsers with predefined data

Browsers available on the web for the most studied genomes (e.g. NCBI)

Custom genome browsers 

IGV (https://software.broadinstitute.org/software/igv/)

Jbrowse2 (https://jbrowse.org/jb2/download/)

Available genome browsers for fungal genomes at BIOGER

Based on My GenomeBrowser
(Carrere & Gouzy 2017, https://doi.org/10.1093/bioinformatics/btw800 )

Public or private access

>> You don't have to manage formats

>> The data are shared, everybody works on the same version

https://doi.org/10.1093/bioinformatics/btw800
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How to access genome browsers
implemented by the bioinfobioger platform ?
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https://bioinfo.bioger.inrae.fr/

https://bioinfo.bioger.inrae.fr/
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Genomes & Populations (Public)
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Tools
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Genome browsers (Public)
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MyGenomeBrowser

Presentation, main features
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Visualization on chromosomes & browsing

Chromosome Displayed region

Surf along the sequence Zoom Select a region
to visualize
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Visualization on chromosomes & browsing
Difference between Zoom to region and Highlight region

Mouse here to zoom

Highlight a region

Mouse here
to hightlight
(in yellow)
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Visualization of tracks

Sequence

Tracks
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Types of track
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Select tracks to display

Sequence

Tracks
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Display customization

Left click
to display
track context menu
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« Search » functions

Gene name, 
function…
(ex. kinase)

Click to display browser



p. 22myGenomeBrowser– INRAE / BIOGER

A.Simon, N.Lapalu

« Search » functions
Gene name, 
chromosome
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« Extract » functions
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« Extract » functions

Right click
to display
feature context menu
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« Extract » functions

Left click
to display
track context menu

Save track data associated
with the visible region
or whole reference sequence

About this track
To save original downloaded data

(« Save track »Context menu depends on track type)

(See examples on next slide)
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« Extract » functions

Etc… for other track types
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« Extract » functions

Left click
to display Annotation
feature context menu
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Blast function
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Blast function
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Blast function

Click to display browser
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Barplots
Only available on Botrytis B05.10
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Play with the GenomeBrowser
of your favorite fungus


